2017 (1) . It also includes the PFAM (2) category and a logical column TM indicating if the gene has more than 2 transmembrane domains and has hits in TransportDB (3) In separate sheets, the Z. parabailii genes found as up-or downregulated in the different time points. Each sheet includes the corresponding statistical values obtained for each gene form the Limma-Voom (7, 8) analysis and the functional metadata described in the methods section. Enriched GO terms amongst the differentially expressed genes. In separate sheets, the terms found as enriched with an adjusted P value ≤ 0.05 using goseq (9) for the upregulated and downregulated gene sets. The value was log10 transformed to facilitate visual interpretation and it is shown when obtained at each individual time point or both. Supplemental file 7: Data Set S6. Enriched GO terms among differentially expressed genes.
In separate sheets, the terms found as enriched with an adjusted P value ≤ 0.05 using goseq 
